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Preface

Biomedical natural language processing has grown from its roots in clinical language processing and
bioinformatics into a thriving research field of its own. The search (“natural language processing”) OR
(“text mining”) performed in PubMed today returns 5,056 hits, versus 1,903 at the turn of the century and
3,485 in 2010. The papers appearing in this volume reflect the diversity of trends in biomedical natural
language processing today—movement from English-language texts to clinical texts in other languages;
exploration of social media in addition to clinical documents and traditional scientific publications; and
processing of full-text articles, versus abstracts only. In addition to reflecting the diversity of the field, the
papers in this volume also reflect the homogenisation of approaches that has characterised some recent
approaches, with 4 out of 15 papers involving some combination of neural networks and/or distributional
semantics. The organisers thank the authors for sharing their science with this community, and the
programme committee (listed elsewhere in this volume) for their contribution to maintaining the high
standards of the BioTxtM series of meetings.

Keynote Talk by Dr. Makoto Miwa

Learning for Information Extraction in Biomedical and General Domains

Information extraction (IE) has been widely studied in various domains since IE is a key to bridge the gap
between knowledge and texts. IE includes several core sub-problems, such as named entity recognition,
relation extraction, and event extraction, and these sub-problems have been tackled using machine
learning techniques. In this talk, I will give an overview of learning approaches for IE in biomedical
and general domain, especially on corpus-based classification and structured learning approaches. I will
then introduce recent deep learning approaches including our recent recurrent neural network (RNN)-
based approach, and discuss the limitations and future directions.

Speaker Biography
Makoto Miwa is an associate professor of Toyota Technological Institute (TTI). He received his Ph.D.
from the University of Tokyo in 2008. His research mainly focuses on information extraction from texts,
deep learning, and representation learning. His projects include AkaneRE, EventMine, PathText and
LSTM-ER.
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