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Abstract
The automatic identification of medical errors
in clinical notes is crucial for improving the
quality of healthcare services.LLMs emerge
as a powerful artificial intelligence tool for au-
tomating this task. However, LLMs present vul-
nerabilities, high costs, and sometimes a lack of
transparency. This article addresses the detec-
tion of medical errors through the fine-tuning
approach, conducting a comprehensive compar-
ison between various models and exploring in
depth the components of the machine learning
pipeline. The results obtained with the fine-
tuned ClinicalBert and Gated recurrent units
(Gru) models show an accuracy of 0.56 and
0.55, respectively. This approach not only miti-
gates the problems associated with the use of
LLMs but also demonstrates how exhaustive
iteration in critical phases of the pipeline, es-
pecially in feature selection, can facilitate the
automation of clinical record analysis.

1 Introduction

Large language models (LLMs) demonstrate
promise in tackling unseen tasks with notable com-
petencies. However, these models exhibit a fun-
damental vulnerability. LLMs are costly to train
and utilize: their cost has increased 10 to 100-fold
since 2015 and must be run on giant compute clus-
ters. The training data used for corporate models
is a closely guarded secret that lacks transparency
[3]. Additionally, the success of LLMs has led to
certain online content being generated entirely by
these models, which are susceptible to producing
non-factual information. In specialized domains,
online information can be unreliable, detrimental,
and contain logical inconsistencies that impede the
models’ reasoning ability. Nevertheless, most prior
research on common sense detection has concen-
trated on the general domain. [1].

In this context, our study focuses on the chal-
lenge of identifying common sense errors in clin-
ical notes. Unlike correcting these errors, which

requires a deep understanding and specific knowl-
edge of the medical field, identification is a crucial
first step that demands the models’ ability to recog-
nize inaccuracies and anomalies in the text. This
work explores how advanced natural language pro-
cessing (NLP) technologies, such as GRU with
BioWord-Vec, and especially ClinicalBERT[5],
can be useful for analyzing unstructured medical
texts. Our methodological approach involves a
comprehensive comparative analysis among these
models, highlighting their efficiency in identifying
errors in clinical notes, underscoring the relevance
of adapting model training to the peculiarities of
medical data. We seek to demonstrate that, through
specialization and fine-tuning of these LLMs mod-
els, it is possible to significantly improve their abil-
ity to detect erroneous or missing information, cru-
cial for diagnosis and treatment in the clinical set-
ting. This study not only aims to demonstrate the
capabilities and limitations of advanced models in
specialized medical contexts but also to emphasize
the importance of integrating specialized knowl-
edge within LLMs to optimize the reliability and
usefulness of clinical notes in medical practice.

This document is described as part of our partic-
ipation in the Shared Task Medical Error Detection
and Correction of the Association for Computa-
tional Linguistics [1].

2 Related Work

In recent advances in the field of NLP, the ability
to identify common sense errors in clinical notes
poses a significant challenge and represents an op-
portunity to improve the quality of healthcare. The
relevance of this study lies in exploring the appli-
cability of advanced NLP models for the accurate
detection of inaccuracies in medical records. These
models constitute a promising advance over the
inherent limitations off LLMs especially those aris-
ing from the quality and diversity of their training
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datasets [4]. LLMs often require domain-specific
adaptations to effectively handle specialized tasks
due to these limitations [4]. Moreover, models like
ClinicalBERT have been shown to significantly
improve their performance in interpreting clinical
language by adapting to specific contexts [11].

NLP has the capacity to derive meaningful in-
sights from unstructured data, specifically in the
domain of categorizing incident reports and ad-
verse events. Understanding the nature and reasons
behind these incidents is crucial for analyzing ad-
verse events. If NLP can enable the extraction of
these insights from larger datasets, it has the poten-
tial to enhance learning from adverse events in the
healthcare field. [13].

Given the complexity of clinical notes and the ne-
cessity for a high degree of precision in their analy-
sis, this study is grounded in the review of previous
research that has addressed similar issues in the
domain of medical text classification. A relevant
study focused on clinical text classification using
rule-based features and knowledge-guided convolu-
tional neural networks, leveraging trigger phrases
and Unique Medical Concepts (CUIs) from the uni-
fied Medical Language System (UMLS) to enhance
classification accuracy in class-imbalanced situa-
tions [12]. This approach underscores the effec-
tiveness of integrating deep learning with explicit
medical knowledge, emphasizing the importance
of adapting model training to the specificities of
clinical data.

Additionally, a comparative investigation eval-
uated various deep learning models, including
Convolutional Neural Networks (CNN), Recurrent
Neural Networks (RNN), GRU, Long Short-Term
Memory (LSTM), Bidirectional Long Short-Term
Memory (Bi-LSTM), and a Transformer encoder,
in their ability to handle unstructured medical note
texts affected by different levels of class imbalance
[6]. This analysis provides a critical perspective on
the variability in model performance in the face of
the unique challenges posed by medical data, high-
lighting the need for more specialized and adaptive
approaches.

These studies and similar efforts outline the cur-
rent state of using advanced NLP technologies in
medical text classification. The present study draws
inspiration from these research endeavors to ad-
vance understanding of the application of specific
NLP models in error identification in clinical notes.
In doing so, we aim to contribute to the field by
providing valuable insights for future research and

practices in this essential domain.

3 System Description

In the system description of our study, we ad-
dress the implementation of an advanced predictive
model specifically designed for detecting errors
in clinical notes. This model relies on two funda-
mental pillars of NLP: GRU and the ClinicalBERT
architecture [5]. The formulation of our central hy-
pothesis questions the effectiveness of lexical and
contextual features obtained through these NLP
technologies to identify inaccuracies within clini-
cal texts.

We propose two main methodological strategies.
The first strategy implements GRU to extract lexi-
cal features, leveraging its ability to process com-
plex temporal dependencies in the data [8]. This
aspect is reinforced by the use of BioWordVec,
which provides detailed vector representations of
medical terms, thereby facilitating the capture of
the semantic complexities of clinical language. The
adaptability of GRU models to variable-length se-
quences proves particularly useful for analyzing
medical texts, where critical information may be ir-
regularly distributed throughout the document [9].

The second strategy focuses on harnessing Clin-
icalBERT, a model known for its ability to weigh
the relevance of words through attention mecha-
nisms, thereby enabling a deep understanding of
the context in which medical terms are embedded.
This approach significantly benefits from transfer
learning, adapting previously acquired knowledge
from extensive medical text corpora to fine-tune the
model for our specific task. The synergy between
GRU and ClinicalBERT enables a comprehensive
analysis of the texts, evaluating not only coherence
but also the semantic accuracy of the clinical con-
tent [6].

ClinicalBERT exhibits superior performance in
identifying significant connections between med-
ical concepts, a validation corroborated by medi-
cal experts [6].. This model has surpassed several
benchmarks in predicting 30-day hospital readmis-
sions, using discharge summaries and notes from
early intensive care units, covering multiple clin-
ically relevant metrics [6]. The attention weights
generated by ClinicalBERT facilitate the interpreta-
tion of predictions, providing a deeper understand-
ing of the context in which medical terms are em-
bedded. We have released the model parameters
and training scripts to encourage further research
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in this field. Thanks to its flexible structure, Clini-
calBERT can be easily adapted to other predictive
tasks with minimal engineering effort, making it
ideal for studies requiring detailed analysis of clin-
ical language [6].

Based on the outlined strategies, we configure
a detailed Training System as depicted in Figures
1 and 2 of the study. This system unfolds through
a sequence of well-defined stages: data ingestion
and preliminary cleaning, generation of training
instances, extraction of both lexical and contex-
tual features, followed by the classification phase,
and finally, model evaluation. This process ensures
comprehensive treatment of clinical notes, optimiz-
ing error detection through the joint evaluation of
long temporal dependencies and detailed contex-
tual analysis.

This approach highlights not only the relevance
of incorporating advanced NLP tools in the assess-
ment of clinical texts but also the potential of these
technologies to progress towards a higher degree of
accuracy and reliability in medical documentation.

4 Data Description

The dataset provided by MEDIQA-CORR @
NAACL-ClinicalNLP 2024 [2] offers a comprehen-
sive collection of medical texts, each corresponding
to a clinical case report. This dataset stands out for
its structured and detailed content, tailored for fa-
cilitating the analysis and identification of medical
errors. Below are the key features of this dataset:

This dataset represents a valuable tool for re-
search in the field of NLP applied to medicine,
especially in tasks related to the identification and
correction of errors in clinical texts. The richness
and specificity of the data facilitate the develop-
ment and evaluation of advanced NLP models, as
addressed in this study, providing a solid founda-
tion for detailed analysis and improvement of the
quality of clinical notes.

5 Embeddings

In the process of generating embeddings for our
analysis, we applied meticulous preprocessing to
the provided data. This preprocessing consisted
of a series of essential steps to ensure the quality
and uniformity of the text, including correcting
encoding errors and normalizing medical terms and
units of measurement. This preliminary treatment
of the texts is crucial to mitigate variations and
ensure the integrity of the analyzed data.

Subsequently, we focused on transforming these
normalized texts into vector representations using
the BioWordVec model. This model, specifically
trained on extensive medical corpora, was selected
for its ability to accurately capture the semantics
and clinical context of the terms used in the notes.
By converting the texts into 200-dimensional vec-
tors, representations of unrecognized words were
adjusted using the <OOV> token, following a stan-
dardized approach for sequence length. This text-
to-embeddings transformation procedure is essen-
tial for subsequent analysis using NLP techniques.

We used BioWordVec based a previous study,
which findings across five models utilizing vari-
ous word embeddings indicate that BioWordVec
embeddings marginally enhanced the Bi-LSTM
model’s performance for certain datasets. Overall,
models incorporating BioWordVec embeddings ex-
hibited slightly superior performance compared to
those utilizing GloVe embeddings[9] .

Through tokenization and sequence adjustment,
we prepared the data for processing by advanced
models such as GRU and ClinicalBERT. These
models require structured and coherent inputs to ef-
fectively interpret the information contained in the
clinical notes and thus identify possible errors. The
meticulousness of this approach highlights the im-
portance of preprocessing in NLP-supported clin-
ical research. By transforming clinical notes into
contextualized embeddings, we facilitate deep and
accurate analysis by NLP models, enhancing er-
ror detection. This process not only enhances the
analytical capability of the models but also under-
scores the value of rigorous data preparation in the
field of artificial intelligence applied to medicine.

6 Data Transformation

After normalizing the data, we proceeded with its
segmentation into training and test sets, adjusting
this split according to the specific model to be used
and experimenting with different partitions to al-
ways seek optimal accuracy. For the analysis with
GRU, we selected an 80-20 split for training and
testing, respectively, while for the evaluation using
BioWordVec and ClinicalBERT, the distribution
was adjusted to 70-30. This differentiation allowed
us to adapt the learning and validation process to
the peculiarities of each model, optimizing their
ability to analyze and understand complex clinical
texts.

This meticulous preparation and segmentation
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Figure 1: Model GRU

Figure 2: Model Bio Clinical
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of the data reflect the rigor with which we approach
the implementation of advanced NLP techniques.
By establishing solid foundations for the training
and evaluation of models such as GRU, BioWord-
Vec, and ClinicalBERT, our goal is to maximize
their effectiveness in the precise identification of er-
rors in medical documentation. This commitment
to a detailed and adaptive methodology underscores
our objective to advance the application of artificial
intelligence to improve the accuracy and reliability
of clinical documentation.

7 Feature Extraction

The process of extracting lexicographic features
involved analyzing fundamental aspects of the text,
such as the use of specific terms and the overall
semantic structure of the clinical notes. This in-
cluded evaluating polarity and the frequent use of
parts of speech, which are indicative of the tone and
intention of the medical text. Through this analysis,
we sought to better understand how lexicographic
features can influence the presence of errors within
the notes.

For the GRU-based model, we adjusted the class
weights to address the imbalance in our data, using
the number of unique classes derived from the train-
ing set. This adjustment was crucial for training a
balanced model capable of effectively classifying
texts based on the presence or absence of medical
errors. The GRU model was configured with layers
specifically designed to capture and analyze com-
plex temporal dependencies within clinical texts,
including regularization layers to prevent overfit-
ting and optimize overall performance.

Simultaneously, for the implementation based
on ClinicalBERT, we proceeded with data tokeniza-
tion and preparation using the AutoTokenizer from
’emilyalsentzer/BioClinicalBERT’. This prepara-
tion was essential to adapt our clinical notes to
the format required by ClinicalBERT, allowing the
model to process and classify the texts efficiently.
The training of the model focused on binary clas-
sification of texts, training on contextualized rep-
resentations generated to identify the presence of
errors with high precision.

The training of the GRU and ClinicalBERT mod-
els was conducted under carefully selected configu-
rations to optimize their learning and evaluation on
the dataset. These configurations included defining
the number of epochs, batch size, and learning rate,
which are fundamental elements for the success of

the training.

8 Settings

In the setup of the study, specific adjustments were
made to the hardware and software parameters to
optimize the analysis of the GRU and Clinical-
BERT models. These adjustments included the
optimization of processors and the allocation of
execution threads, essential for the efficient pro-
cessing of the clinical dataset.

Additionally, differentiated configurations were
implemented in the software environment to adapt
to the peculiarities of each model. This involved
optimizing data loading, preprocessing, and em-
bedding generation, ensuring that both GRU and
ClinicalBERT operated under optimal conditions
for text analysis. Adapting the computational en-
vironment allowed for maximizing the capabilities
of each model, facilitating a thorough and precise
analysis of clinical texts.

The computational infrastructure was also con-
figured to log and store the highest performing
features and classifiers during the experimental
phase. This systematic approach allowed for con-
tinuous monitoring of model performance, provid-
ing a solid foundation for iteration and enhance-
ment of analysis strategies.

This detailed setup reflects the methodical and
rigorous approach adopted for the preparation and
execution of the NLP models. By optimizing com-
putational resources and adapting the software, the
necessary conditions were established for an effec-
tive evaluation of the models’ ability to identify
errors in medical documentation.

9 Experiments and Analysis of Results

Comprehensive evaluations of multiple natural lan-
guage processing models were conducted using the
dataset provided by MEDIQA-CORR @ NAACL-
ClinicalNLP 2024, with the goal of identifying
those with the best performance in detecting errors
in clinical notes . These experiments not only al-
lowed for the adjustment of model configurations
but also served to identify optimal techniques that
significantly contribute to the analysis of medical
texts. Among the evaluated models, GRU and
BioClinicalBERT proved to be the most effective
across various metrics and scenarios, which is why
they were selected for further detailed analysis.

During the initial evaluations, models such as
RF, RoBERTa, BERT, and CNN were also tested.
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Hyperparameters for these models were adjusted
to obtain better results, revealing their potential
when dealing with larger datasets [7]. The imple-
mentation of RF and CNN models highlighted the
importance of feature identification and automatic
feature extraction, respectively [10]. Moreover,
the use of BERT models leveraged the transformer
architecture to pre-train language representations,
enhancing the understanding of context and seman-
tics in clinical terms [7]. This extensive evaluation
facilitated the refinement of strategies and param-
eters for each model, aiming to maximize their
accuracy in classifying texts based on the presence
of errors.

Throughout multiple iterations in the pre-
evaluation phase, strategies and parameters for each
of these selected models were refined with the goal
of maximizing their ability to classify texts accu-
rately based on the presence of errors. Standard
competition metrics, with a special emphasis on
accuracy (ACC), were employed to measure the
performance and effectiveness of the developed
systems.

The experiments revealed notable differences in
the efficacy of the GRU and BioClinicalBERT mod-
els for analyzing the medical corpus. While GRU
excelled in its ability to process text sequences and
capture temporal dependencies, BioClinicalBERT
proved to be particularly effective in understanding
the context and specific semantics of clinical terms.
This distinction underscores the complementarity
of the models in handling complex medical texts.

The results, summarized in Table 1, provide a
clear view of the performance of the models under
study. Compared to other traditional classification
algorithms, GRU and BioClinicalBERT provided
a deeper and more nuanced analysis of clinical
notes, demonstrating their superiority in identifying
inaccuracies and textual anomalies.

This detailed analysis reinforces the importance
of adopting advanced NLP approaches in the realm
of clinical documentation. The findings not only
demonstrate the viability of these models to im-
prove error detection in medical texts but also open
new avenues for future research in the field of NLP
applied to health, marking a step forward in the
goal of elevating the quality and reliability of med-
ical information through technology.

10 Result Test

Table 2 summarizes the performance of various
classifiers in terms of accuracy during the train-
ing and testing phases, showing both the absolute
accuracy (Training Accuracy, Testing Accuracy)
as well as the accuracy differences between these
phases for each evaluated model. This initial evalu-
ation allowed us to identify models with promising
performance.

Among the evaluated models, ClinicalBERT and
GRU stood out for their robust performance across
various metrics and were selected for further de-
tailed analysis. After rigorous validation, which in-
cluded reviewing performance and learning curves,
Table 3 details the accuracy of these models on the
validation set, confirming their efficacy.

The selection of ClinicalBERT and GRU was
based on a rigorous analysis of their capacity to
process and analyze complex clinical texts, show-
ing notable superiority in identifying errors in med-
ical documentation. The validation of these models
confirms the effectiveness of our selection strategy
and highlights the importance of exploring in depth
how these models can contribute to improving the
analysis of clinical notes in the future.

11 Discussion and Conclusion

The meticulous selection of embeddings and NLP
models, specifically GRU and ClinicalBERT, is
crucial for the accurate analysis of clinical texts,
as evidenced in our findings. These decisions are
vital for optimizing error detection in clinical notes.
However, there is a need to expand experimentation
with a broader spectrum of models and embeddings
to validate their effectiveness in specific clinical
contexts. The analysis of the results, presented in
Table 3, compares models from the most basic to
the more complex ones (excluding large language
models), revealing a progression and the impor-
tance of a detailed methodology and the adaptation
of models to clinical textual peculiarities. This
approach underscores the urgency of increasing
experimentation to enhance precision and applica-
bility in improving clinical documentation.

Despite considering the use of advanced LLMs
like Gemini or ChatGPT-4, this study highlights
the efficacy of alternative models such as Clini-
calBERT and GRU. This preference is due not
only to their competent performance but also to
their specific adaptability to the demands of clini-
cal texts. This approach is crucial in environments
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Modelos Train Test
F1 Acc. F1 Acc.

Roberta 0.71 0.55 0.71 0.56
Roberta_Sobremuestreo 0.64 0.53 0.61 0.47

Roberta_96_warmup_steps_9_epochs 0.64 0.56 0.55 0.45
Roberta_48_warmup_steps_15_epochs 0.86 0.86 0.5 0.46

Roberta_15_epochs 0.88 0.87 0.52 0.48
Roberta_20_epochs 0.66 0.49 0.67 0.5
Roberta_25_epochs 0.99 0.99 0.51 0.48
Roberta_30_epochs 0.99 0.99 0.51 0.48
Roberta_35_epochs 0.99 0.99 0.44 0.5
Roberta_40_epochs 0.99 0.99 0.48 0.51

Roberta_sobremuestro_steps_45_epochs 1 1 0.41 0.43
Bio_medical_sobremuestro_5_epochs 0.67 0.67 0.53 0.51

Bio_medical_96_warmup_steps_5_epochs_8_batch 0.69 0.7 0.48 0.48
Bio_medical_96_warmup_steps_10_epochs_8_batch 0.95 0.95 0.45 0.45

Bio_medical_sobremuestro_10_epochs_16_batch 0.94 0.94 0.48 0.47
Bio_medical_sobremuestro_7_epochs_16_batch 0.8 0.78 0.49 0.45

Gpt2-medium_1_batch 0.66 0.5 0.7 0.54
Longformer-base-4096 0.66 0.5 0.73 0.58

Random Forest_split_vectorizar 0.36 0.56 0.35 0.54
Random Forest_vectorizar_split 0.36 0.56 0.35 0.53

Random Forest_vectorizar_split_10_leaf 0.35 0.56 0.35 0.53
Random Forest_80_train_20_test 0.35 0.56 0.33 0.51

Stacking RL, SVC y RF 0.3609 0.3597 0.7514 0.7511
Stacking RL, SVC, RF, GB y DT 0.023 0.021 0.822 0.8219

GRU_No_Embbeding 0.665 0.5 0.69 0.53
GRU_glove-wiki-gigaword-200 0.47 0.52 0.33 0.42

GRU_glove-wiki-gigaword-200_DropOut 0.98 0.97 0.54 0.51
GRU_BioWordVec_PubMed_MIMICIII_d200 0.67 0.56 0.6 0.49

GRU_BioWordVec_MIMICIII_d200_desbalanceo 0.71 0.56 0.69 0.53
GRU_BioWordVec_MIMICIII_d200_L2 0.72 0.56 0.7 0.54

GRU_BioWordVec_MIMICIII_d200_L1_L2 0.53 0.57 0.52 0.53
LR 0.2836 0.2841 0.2836 0.2841

CNN 0.4043 0.5619 0.3746 0.5365
RNN 0.2668 0.4380 0.2935 0.4634

LSTM 0.4043 0.5619 0.3746 0.5365

Table 1: Detailed Model Results
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Classifiers Train Acc. Diff. Train Acc. Test Acc. Diff. Test Acc.
ClinicalBERT 0.77 0.00 0.51 0.00
GRU 0.57 -0.20 0.53 0.02
Random Forest 0.56 -0.11 0.54 0.03
CNN 0.56 -0.11 0.53 0.02
LSTM 0.56 -0.11 0.53 0.02
RoBERTa 0.55 -0.12 0.56 0.05
GPT-2 0.50 -0.17 0.54 0.03
Longformer 0.50 -0.17 0.58 0.07
Stacking RL, SVC y RF 0.35 -0.32 0.75 0.24
RL 0.28 -0.39 0.28 -0.23
Stacking RL, SVC, RF, GB y DT 0.21 -0.46 0.82 0.31

Table 2: Model and Results Record

Classifiers Acc Validation Diff. Acc.
ClinicalBERT 0.56 0.00
GRU 0.55 -0.01

Table 3: Selected Models Validation Set Results

where data security, privacy, and time and resource
constraints are primary considerations. In such
contexts, the need for efficient yet less demand-
ing models makes specialized alternatives surpass
more generalist LLMs, aligning better with practi-
cal limitations and data protection imperatives in
clinical research

Throughout the experiments conducted, it was
observed that specific models such as GRU and
ClinicalBERT demonstrate significant potential in
processing medical text, emphasizing that, with
proper data preparation and model tuning, it is pos-
sible to effectively manage the complexities inher-
ent in clinical texts. Although the highest accuracy
percentages obtained do not significantly exceed
the random decision threshold, these results do not
detract from the effectiveness of the models em-
ployed, but rather underline the importance of a
meticulous selection and configuration of model-
ing features and parameters.

This study demonstrates that advancements in
NLP can significantly contribute to the clinical
field, although it also highlights the ongoing chal-
lenge of adapting these technologies to the speci-
ficities of medical language and data. NLP models,
even in the face of accuracy challenges, prove to
be valuable tools when carefully adjusted based on
a deep understanding of the context and specific
objectives of the task.

For future research, feature selection is high-
lighted as the primary strategy. It is suggested to

focus on the development and application of ad-
vanced methodologies for feature extraction and
selection, with the aim of refining the analytical
capabilities of models for the precise processing
and understanding of medical texts. This method-
ological approach not only anticipates an increase
in the accuracy of models for anomaly detection
and error identification in clinical documentation
but also promises to deepen our understanding of
the adaptation and optimization of NLP techniques
for specific needs within the healthcare domain.

In conclusion, this study significantly contributes
to the field of NLP applied to the medical domain,
promoting the continuous innovation and optimiza-
tion of models that, through meticulous choice and
configuration of features, have vast potential to
elevate the quality of clinical documentation. A
notable finding is the moderate impact that pre-
trained embeddings have on model performance,
indicating that the integration and thorough explo-
ration of these pre-trained tools can be crucial for
amplifying the effectiveness of NLP in clinical con-
texts. This constant adaptation and improvement
of technologies promise to advance towards opti-
mizing the practical utility of NLP models, thereby
contributing to improving the standards of care and
documentation in the healthcare sector.
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