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BioNLP 2026, a year in review: Asking LLMs for the facts, all the facts,
and nothing but the facts

Dina Demner-Fushman, Sophia Ananiadou, Kirk Roberts, Junichi Tsujii

BioNLP 2026 marks a quarter-century of the efforts to bring together computational linguists whose wo-
rk is dedicated to improving health through language technologies, ranging from foundational tasks to
clinical applications. Large Language Models (LLMs) continue to be the mainstay of Biomedical Lan-
guage Processing, while the scope of BioNLP research continues to expand across foundational tasks,
applications, languages and modalities. In 2026, we see increasing efforts to integrate textual features
with visual and sequencing data; new approaches to named entity recognition and linking; work in se-
veral languages other than English; and applications ranging from molecular biology to clinical studies.
Complex language technology tasks, such as question answering and summarization, as well as data ge-
neration and text mining are also strongly represented. Concerns about potential harms and irresponsible
use of AI applications are being addressed through growing research into evaluation, debiasing, and un-
derstanding of models’ behavior. The submissions to the BioNLP 2026 workshop and the Shared Tasks
demonstrated once again that the workshop– sponsored by the ACL Special Interest Group on Biomedi-
cal Natural Language Processing (SIGBioMed)– is the preferred venue for the groundbreaking research
and applications in Biomedical Language Processing, which encompasses biological, clinical and non-
health professional sub-languages, among others. BioNLP remains the flagship venue and the broadest
forum in biomedical language processing, accepting high-quality research across all tasks, methods and
languages. The quality and diversity of submissions continues to impress the program committee and
the organizers.

BioNLP 2026 received 109 submissions spanning foundational research, biomedical language proces-
sing, clinical applications, and development of new datasets and benchmarks. Notably, in addition to the
shared tasks that focused on factuality and accuracy of the results generated by large language models,
many workshop submissions take a closer look at the nature of hallucinations and approaches to ascertain
the factuality of the results generated by the models for various tasks. Moreover, there is a renewed in-
terest in improving the quality of the existing benchmarks and designing new evaluation approaches that
not only evaluate factuality, but also require grounding and explanations of the process that generated the
results.

BioNLP has a long-standing tradition of sponsoring Shared Tasks. In 2026, we invited SIGBioMed
members to submit a description of a shared task to be included with the BioNLP proposal. We received
four strong detailed descriptions of the tasks, which were reviewed by the workshop organizers. These
well-defined and timely tasks collocated with BioNLP 2026 are briefly described below.

MedExACT task involved detection and labeling of medical decisions in ICU discharge summaries, with
evaluation metrics emphasizing both accuracy and fairness across demographic and disease subgroups
at the span and token levels, as well as through stratified analyses to measure robustness against biases
in sex, race, English proficiency, and disease type. Baseline models such as RoBERTa indicated the
complexity of the task. The participants were supported with expedited access to MedDec through
PhysioNet, a public leaderboard, and a starter kit in Python.

PsyDefDetect: Detecting Psychological Defense Mechanisms in Conversations. This task focused on
classifying Seeker utterances in supportive conversations into specific Psychological Defense Levels ba-
sed on the Defense Mechanism Rating Scales (DMRS) framework. The benchmark addresses the chal-
lenge of capturing subtle linguistic cues of deep-seated psychological mechanisms within highly informal
and context-dependent emotional dialogues. This initiative supports research at the intersection of clini-
cal psychology and NLP, aiming to operationalize complex psychological constructs for computational
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analysis.

MedGenVidQA task focused on grounding answers with reference attribution to mitigate generation
of false statements by LLMs when answering biomedical questions. MedGenVidQA 2026 introduces
generation of multimodal answers from textual and visual sources with citations, leveraging PubMed and
HealthVidQA as multimodal sources. The test set is based on the information requests submitted by self-
identified non-clinicians to the MedlinePlus service provided by the National Library of Medicine. The
evaluation leverages BioACE, an automated evaluation framework that strongly correlates with human
evaluation on the BioGen 2024 textual dataset.

ClinicalSkillQA formulated clinical skill understanding and continuous perception for clinical skill as-
sessment as an ordering task: the MLLM is required to arrange shuffled key frames into a coherent
sequence of clinical actions and to provide explanations for the resulting order. The dataset is construc-
ted from video clips of medical student clinical procedures, collected from Zhongnan Hospital of Wuhan
University and Cofun.

The overviews of the tasks are included in the workshop program. The participants in all Shared Tasks
present their work on July 4th.

The keynote by Annika Marie Schoene, PhD, Assistant Professor, Bouve College of Health Sciences, is
titled: AI Safety in Healthcare: Ethical and Technical Considerations.
The rapid integration of artificial intelligence into healthcare, spanning ambient documentation, virtual
nursing, and medical imaging, has outpaced the development of robust oversight mechanisms. While
the global AI-in-healthcare market is projected to exceed 868 billion by 2030, incidents of algorithmic
bias and unequal care delivery have exposed significant gaps between responsible AI principles and cli-
nical implementation. This talk examines AI safety as a foundational pillar of responsible AI in health
contexts, arguing that fairness, transparency, accountability, and human autonomy cannot remain aspi-
rational without corresponding technical and governance infrastructure. I survey existing frameworks
and identify a critical missing layer of concrete, operationalizable evaluation methods that bridge ethical
principles and technical practice. To address this gap, I present work toward an actionable framework
for responsible AI integration in clinical settings, grounded in the AI Ethics Box, a structured taxonomy
derived from biomedical ethics. The framework maps ethical domains to specific technical tests, suppor-
ting both pre- and post-deployment evaluation. I also describe an ongoing co-design process with clinical
and community stakeholders to ensure real-world feasibility. I conclude that AI in healthcare demands
genuinely interdisciplinary research to build tools that improve health outcomes without compromising
patient safety.

Biography: Annika Marie Schoene, PhD is a computer scientist and researcher in AI safety, working
on the evaluation, robustness, and security of large-scale AI systems, including large language models.
She develops technical methods and evaluation frameworks to identify and mitigate high-risk behaviors
such as jailbreaks, harmful outputs, and unsafe system behavior, with the goal of enabling the safe and
trustworthy deployment of AI in public health, health systems, and healthcare settings. She is currently
an Assistant Professor in the Department of Public Health and Health Sciences and Technical Lead for
the Responsible AI Practice at Northeastern University. Beyond her core research, she works across aca-
demic, industry, public-sector and not-for-profit settings to generate evidence that supports non-technical
stakeholders and policymakers in making informed decisions that reduce algorithmic harm and inform
organizational decision-making. She is also a Visiting Scientist at MaineHealth and the University of
Southampton (UK), and a Faculty Fellow at the Institute for Social Justice and Healthy Equity, and ser-
ves as a Scientific Expert Advisor at Meta on AI safety. She holds a PhD in Computer Science from
the University of Hull (UK). During her doctoral training, she conducted research on machine and deep
learning methods for analyzing complex real-world text and interned at IBM Research (UK), continuing
this collaboration throughout her PhD and postdoctoral work. She completed her postdoctoral training at
the University of Manchester’s National Centre for Text Mining (NaCTeM), where she worked on natural
language processing in health-related contexts. Prior to her current role, she was a Research Scientist
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at the Institute for Experiential AI (EAI), working primarily on research involving the development and
evaluation of AI methods in applied health contexts.

As always, we are deeply grateful to the authors of the submitted papers and to the reviewers (listed
elsewhere in this volume) who produced three thorough and thoughtful reviews for each paper in a very
short review period. The quality of submitted work continues to grow, and the organizers are truly
grateful to the members of our Program Committee, who helped us to determine which work was ready
to be presented, and which would benefit from the additional experiments and analyses suggested by
the reviewers. As in years past, we are looking forward to a productive workshop and hoping it will
foster new collaborations and research. This will enable our community to continue making valuable
contributions to public health and well-being, as well as to basic and clinical research.
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Keynote Talk
AI Safety in Healthcare: Ethical and Technical

Considerations
Annika Marie Schoene

Bouve College of Health Sciences
2026-07-03 11:00:00 – Room: Room tbd

Abstract: The rapid integration of artificial intelligence into healthcare, spanning ambient documenta-
tion, virtual nursing, and medical imaging, has outpaced the development of robust oversight mechani-
sms. While the global AI-in-healthcare market is projected to exceed $868 billion by 2030, incidents of
algorithmic bias and unequal care delivery have exposed significant gaps between responsible AI prin-
ciples and clinical implementation. This talk examines AI safety as a foundational pillar of responsible
AI in health contexts, arguing that fairness, transparency, accountability, and human autonomy cannot
remain aspirational without corresponding technical and governance infrastructure. I survey existing
frameworks and identify a critical missing layer of concrete, operationalizable evaluation methods that
bridge ethical principles and technical practice. To address this gap, I present work toward an actionable
framework for responsible AI integration in clinical settings, grounded in the AI Ethics Box, a structured
taxonomy derived from biomedical ethics. The framework maps ethical domains to specific technical
tests, supporting both pre- and post-deployment evaluation. I also describe an ongoing co-design process
with clinical and community stakeholders to ensure real-world feasibility. I conclude that AI in health-
care demands genuinely interdisciplinary research to build tools that improve health outcomes without
compromising patient safety.

Bio: Annika Marie Schoene, PhD is a computer scientist and researcher in AI safety, working on the
evaluation, robustness, and security of large-scale AI systems, including large language models. She
develops technical methods and evaluation frameworks to identify and mitigate high-risk behaviors such
as jailbreaks, harmful outputs, and unsafe system behavior, with the goal of enabling the safe and tru-
stworthy deployment of AI in public health, health systems, and healthcare settings. She is currently an
Assistant Professor in the Department of Public Health and Health Sciences and Technical Lead for the
Responsible AI Practice at Northeastern University. Beyond her core research, she works across acade-
mic, industry, public-sector and not-for-profit settings to generate evidence that supports non-technical
stakeholders and policymakers in making informed decisions that reduce algorithmic harm and inform
organizational decision-making. She is also a Visiting Scientist at MaineHealth and the University of
Southampton (UK), and a Faculty Fellow at the Institute for Social Justice and Healthy Equity, and ser-
ves as a Scientific Expert Advisor at Meta on AI safety. She holds a PhD in Computer Science from
the University of Hull (UK). During her doctoral training, she conducted research on machine and deep
learning methods for analyzing complex real-world text and interned at IBM Research (UK), continuing
this collaboration throughout her PhD and postdoctoral work. She completed her postdoctoral training at
the University of Manchester’s National Centre for Text Mining (NaCTeM), where she worked on natural
language processing in health-related contexts. Prior to her current role, she was a Research Scientist
at the Institute for Experiential AI (EAI), working primarily on research involving the development and
evaluation of AI methods in applied health contexts.
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FHexchange: Resources for Family Health History Extraction and Normalization
From Consumer Dialog Sources
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