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Introduction

The BioNLP Shared Task series pursues establishing a community-wide effort for fine-grained
information extraction (IE) in biology domains. As in the third edition (2013), the fourth edition
focuses on knowledge base construction through IE. Nowadays some BioNLP tools, e.g., protein
name recognizers or protein-protein interaction extractors, are reaching a level of applicability which
allows them to be integrated into bioinformatics systems and thus to significantly contribute to the
bioinformatics and biology research. The BioNLP community then faces the challenge of the integration
of information extracted from the text to external resources like -omics databases, biological ontologies,
or systems biology operational models. BioNLP-ST 2016 offers tasks by which new or existing data,
and evaluation methods are expected to be adapted to this trend.

BioNLP-ST 2016 comprises three tasks that address different aspects of knowledge acquisition from text
and also encompasses a wide range of biological diversity:

• SeeDev, which aims at extracting the regulation of the seed development in plants using a rich
model;

• Bacteria Biotopes 3 (BB3) for the construction of a bacteria habitat database using external
ontologies;

• Genia 4 (GE4), which aims at delivering new shared task framework to construct knowledge base
of NFκB synthesis and regulation through IE.

The previous editions had attracted many participants and it has then supported active research on
information extraction and database/knowledge base integration. In this edition, 26 final results were
submitted by 15 distinct teams from 10 different countries of four continents. This year, BioNLP-ST is
organized as a joint event with the BioASQ challenge that has converging goals on biological question
answering and semantic indexing. The BioNLP-ST/BioASQ workshop is collocated with the BioNLP
workshop hosted by the ACL/HLT 2016 conference in Berlin, Germany. In addition to the participating
systems, an overview of each task is also presented at the workshop.

Thanks to the many excellent manuscripts received from participants and the efforts of the programme
committee, it is our pleasure to present these proceedings that describe the BioNLP Shared Task and the
participating systems.

Claire Nédellec, Robert Bossy and Jin-Dong Kim
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