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Introduction

BioNLP 2012 received 31 submissions exceeding even the traditionally high quality of the preceding
eleven years of BioNLP. Due to uniformly positive reviews, eleven submissions were accepted as full
papers and 19 as poster presentations.

The themes in this year’s papers and posters continue reflecting researchers’ growing interest in clinical
text processing, while maintaining a steady mature work in biological language processing. This year
presents a wide range of innovative methods applied to interesting problems in both domains.
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